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1. DNAHhH : BEEES NI RF VEFMEREH 4/ A DNA

2. PCR:3CER (Suzuki ea al. Molecular Phylogenetics and Evolution, Vol. 22,
No. 2, 193-205, 2002 ) |IZE#S&HETPCR

3. RERFIFENT : PCREMOIA VI F—F R

4. TEFMERENT : B ol —r v A @ BLAST fi##T .

5. RN : oWV —Tr U R ESREFIO RGBT
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RT AT ATRGELEbLTNWET e S 750—2TH S,
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2. DNAHhH{

BHY IS Ty v —CRER U721z, Nucleo Spin Tissue
Kit (code:740952) & VYT 7' = —/V i #E U CONAMIH 4T = e,

HHORE, FhEhoRIET50

uL DDNAVRIR 2157, DNA?""{&&NanoDrop%Fﬁb"C{ﬁJiE%ﬁo71é: N #ﬁtﬂﬁﬁﬁ%?@i&{%ﬁ% :

T&H o= RPCRICFI AR _Iau}:ﬂﬁﬁﬁ' L,

3. PCRIHIE

%ﬁt/]‘/ ADNAZEEEIL L, PCRﬁFL?%ﬁo 7o %&DNMM&?&FT&;«:LTJ) Template '

DNAZ LCSulfERTB 2L & Lis,
O RISHH :
" Tks Gflexe DM Pol ymerase

2 X Gflex PCR Buffer - (Mg2+, dNTP plus): | -25uL
Tks Gflex DNA Polymerase (1.25 units/ul) | Iuf,
2. 5pmol/ul T12-J-3037 primer qul
2. 5pmol/ul.  TK-N-3785 primer 4ul,
Template DNA 5ul
dH20 up to 50uL
O P—=igl
fEFASS :  TaKeRa PCR Thermal Cycler Dice® Standard
HWESRME : 94°C 60sec.
98°C 10sec.: ,
50°C  15sec. 3094 I
68°C  60sec.
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M1 17 18 19 20 21

1 IBSOl 4 j
20 . IBSO1.15

3 *_IBS01._16

4 S01.04 .| . | UUIBS01.17 )
5 | . IBSOLO5 |- [ 18] ~iBso1 18 | 4
6. IBSO1.06 .| ~ ©19 | ~IBSO1.19

7 IBS01.07 1720.] 1IBS01.20

8 1BS01_08 ) 21 | - 1BSO1.21

9 1BS01_09 . {22, | IBSO122°

10 | ~IBSOL_10 "} 23 | IBS01.23

11 -IBSO1_11 24 | IBS01_24

12 1BS01_12 25 1BS01.25 .

13 IBSO1_13 |
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IBS01_09, IBSO1_13, IBSO1_20M3RAKIZ-DVVTIL1EE H OPCRCIEEMAE L i o Tefedd,
2ER @PCREFE #1727, PCREIEOEMIZIERE DR LG CHo 7%,
PCREUS# . %’f»&xéﬁ‘@%mﬁ%ﬂa {70l

MI1: ¢ X174/Haelll 100ng
M2: pHY Marker 100ng

2 EEDPCR DFER. é'cmﬁﬂvc PCR iErmeéw Shie,

4. ABI3T30x1 iz X B ¥r—ir v REEHT
PCREME T Hu— RS VBRSNS, BRLEIC L VEERRELE, his—rux D
B UT,PCR 7T A =—%FAVVT Dye Terminator Sl L W S —2 I/X}i}?.:‘%ﬂ'o 7 (BigDye
Terminator v3.1 Cycle Sequencing Kit),
= TV AR EORENI SNV BBIE (Sephadex G-50 Fine) %m\to

5. R R a—)
BONEEHT—Z TN Ty —F U —_FRBOR—X a—7 %:ﬁb\ﬂﬁ‘iﬁ;-?—ﬁ WWEBEL.,
QualityfE% Bk, ¥—& 241, I /7°M§5 754 v—%J &L,
7 — & % ¥CDYSEQUENCEIZARTE LTz, :

6. TV _ . . '
SEQUENCHERY 7 MZ, B bR T — & Zinport U, I —4 L AEFI DL DIEQV (Qhali
ty Value) RBIRE L. BoEFIEEHY —FE L,
TV —F FV-FBIURY—FR) 27T Larsg ﬁaaiu%{’ﬁﬁibt, 7~5' ¥
CD¥CONTIGIZfR7F Lte

IBSOl_OQ&Z)\’IBSOl_lS'C*}iTl 2-J-303T7 54 < —TORT THR Y — KB OhRho e
. AVT 4 TEFITIR  TRN-37857 5 £ v — COMNTRER DB EREL TV A,



7., B nﬁﬁﬁ
Eﬂ’bﬁ. = /7f 1 0 {EE?'J 75:Query c‘: L'CfFE l']

&m$& ok,

vexxaﬁmykﬁ‘

1| 1880101

1 {imso1 ot

1 {Bso1.01

cumplete cds haplotype F. from Matsumoto

i 'j‘ itochondrial COII gene for cytochrome FETTER SRt N R
1 | esor01 - 1235
1 | msoil01 me | 1164 ] -
omplete cds haplotype B from Yonezawa
2 13301;02 delABOS1 176.1] Luciola cruciata mltochondnal COII gene for cytochrume 1271
L : X omplete cds hap!otype E.from Numazu e

2. 18861;02 ) "dbleBOS11‘75 II Luclola cruclata mnochondnal COll rgene for cytochrome’)." woyoad §

| oxldase llcomplete cds. hap\otype E. from leoshlma
2 | 1BS01.02

1239

dbilAB051174.1] Luciola cruciata mitochondrial COIl gene for cytochrome

-7.




oxidase l.complete cds. haplotype; £, from Hamasaka

oxidase l.complete cds, haplotype: B. from Yonezawa

1880102 4 | dbjABOS11 82.1] Luciola cruciata mitochondrial COll gene for cytochrome 1231 636 641
oxidase l.complete cds. haplotype: J. from Tetta
15801_02 5 | dbjlABO51180.1} Luciola cruciata mitochandrial COIl geﬁe for cytochrome 1231 636 841
oxidase {l.complete cds. haplotype: H from Tsugu
1BS01_02 6 | dbjlABO511 81.]! Luciola cruciata mit;)'chondrial COlf gene for cytochrom; 1228 635 | ‘ 641
oxidase ll.complete cds, haplotype: 1. from Oki Is
1BS01_02 7 | dbjlABO51177.1| L'uciola cruciata mitochondrial COll gene for cytochron;e ' 1215 634 64.1
oxidase l.complete cds. haplotype: F, from Matsumoto
18501_02 8 | dbjiABO511 7'8'.11 Luciola cruciata mitochondrial COIl gene for cytochrome 1215 634 641
9. oxidase l.complete cds. haplotype: F. from Numazu
1BS01_02 - 9 | dbjlAB0511749.1| Lu;:iola cruciata mitochondrial COll gene for cytochrome 1207 633 641
’ oxidase {l.complete cds. haplot)./pe: < from'Minokamo . )
. !8801_02' 10 | dbjlABO51170.1] Luciola cruciata mitochondrial COll gene for cytochrome 1136 624 641
oxidase ll.complete c&s. haplotype: B. from Yonezawa
1BS01.03 1 | dbjlABO51176.1] Luciol_a cruciata mitochandrial COll gene for cytochrome 1265 638 ‘ 538
oxidase l.complete cds. haplotype: E. from Numazu
1BS01_03 2 dbjIABOSI 175.1] Luciola cruciata mitochondrial COli gene for cytochror.m.a : 1241 635 638
oxidase ll.complete qu. haplotype: E. from Hi.roshima' .
1BS01.03 3 | dbjlAB051174.1] Luciola cruciata mitochondrial GOl gene for cytochrome 1233 634 638
v oxidase ll.complete cds. haplotype: E. from Hamasaka
1850103 4 .dbj[ABO51' 1 82.1.l Luciola cruciata mito;:hondrial COll gene for cytochrome 1225 633 638
oxidase lL.complete cds. haplotype: J. from Tetta .
. IBS.01_03 5 | dbjAB0O51180.1} Lt;ciola cruciata mitochondrial COll gene for cytochrome 1225 633 . 638
oxidase ll.complete cds. haplotype: H. from Tsugu
. 18S01_03 6 | dbjABO51181.1§ Luciota cruciata mitochondrial COll gene for cytochrome 1217 632 638
oxidase Il.complet.e cds. haplotype: {. fron.\ Oki Is.
IBSOLOS 7 | dbjlABO51177.1|Luciola crucidta mitochondrial COll gene for cytochrome 1209 | 631 638
oxidase ll.complete cds. kiaplotype: F. from Matsumoto
18.801_03 8 | dbilABO51178.1) Ll;ciola cruciat.a mitochondrial COlt gene for cytochfome - 1208 631. 638
oxidase l.complete cds. haplotype: F. from Numazy
1BS01_03 9 | dbilABO51 1.79.1] Luciola cruciata mitoéhondrial COH gene for cy(bchrome 120‘1 ‘ 630 638
oxidase l.complete cds, haplotype: G. from Minokamo
1BS01_03 10 | dbjABO51170.1] Luciola cruciata mitochondrial COll gene for cytochrome 1130 621 638
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4 |'Bs01.04

* 1| ilABOS1175.1| Lusiola cruciata mitochondtial GOM gene for cytoctrome © | - 1263

49

4 13301;04‘ 1

| oxidase licomplete cds. haplotype: E. from Hiroshima

2 | dbilABOS11821] Lugiola criciata mitoch

. | oxidase Leomplete. cds. haplotype: J, from Tetta

0Ol geie for cytochrome |

BS0i.04 |

| dbiiABO51181.1] Liiiota ericiata mitoe

4|msoros | 8

4 | Bso1.04

~a|esoios | 1

-5 | mso105 |-

Iy

delABOSH7 6.1] Lutiola-ériiciata mit

5 | 18501.05 ¢ |

1880105 -

5| Bsot.os” |

5| Bsoros |

5| BSO1OS

;okiaﬁsé Il.éorﬁbie’té cds hépidiype: F. from Matsumoto

biABOS 1177.1| Lucila cruciata mitochéndrial GON gene for Gytochroms

-5 | IBS01.05

1227

640 |-

8 | dbilAB051178.1] Lusiola crusiata mitochondrial GOl gene for cytochrome

-9-




oxidase l.complete cds, haplotype: F. from Numazu

1. oxidase ll.complete cds, haplotype: H. frorh Tsugu

IBS0O1_05 9 { dbilAB0O51179.1| Luciola cruciata mitochondrial GOl gene for cytochrome 1219 639 647
oXidase Il.col;nplete cds, haplotype: G. frorr; Minokamo ‘
1BS01_05 10 | dbjlAB051170.1] Luciola cruciata mitochondrial COll gene for cytochrome 1148 630 647
. oxidase l.complete cds. haplotype: B. frpm Yonezawa
18S01_06 1 | dbjlAB051176.1} Luciola cruciata mito'c.hondrial CON gene for cytochrome | 1235 641 847
oxidase IL.complete cds. haplotype: E. from Hiroshima
1BS01_06 2 | dbjlABO51182.1] Luciola cruciata mitochondrial COll gene for cytochr;)me 1219 639 647
oxidase ll.complete cds. haplotype: J, from Tetta
1BS01_06 3 | dbjjABOS1181.1] Lucicla cruciata mitochondrial GOl éene for cytochrome 1211 638 647
oxidase ll.complete cds. haplotype: 1. from Oki s
v 18361_Oé 4 | dbjJABO51176.1] Luciola cruciata mitochondrial COl gene for cytochrome 1211 638 64.7
. oxidase ll.complete cds. haplotype: E. from Numazu
1BS01_06 5 | dbjABO51174.1] Luciola cruciata miioch'ondrial COll gene for cytochrome |- 1211 638 647
- oxidase l.complete cds. haplotype: E. from Hamasaka
IB.801_06, 6 | dbjlAB051180.1] Luciola cruciata mitochondrial COll gene for cytochrome 1203 637 647
oxidase ll.complete cds. haplotype: H, from Tsugu
[BSO1_06 7 fibilABOSH77.1l Luciola cruciata mjtochondrial COll gene. for cytochrome 1203 637 647
. oxidase |l.complete cds. haplotype: F. from Mats:umoto
1BS01_06 8 | dhjAB051178.1| Luciola cruciata mitochondrial GOll gene for cytochrome | 12083 837 647
oxidase ll.complete cds. haplotype: F. from Numazu
1BS01.06 9 | dbilAB051179.1 Luciola cruciata mitochondrial COM .gene for cytochrome 1195 636 647
oxidase ll.completg cds. haplotype: G. from Minokamo
1850106 10 { dbjlAB051170.1| Luciola cruciata mitochondrial COll gene for cytochrome . 1124 627 647
oxidase Jl.complete cds. haplotype: B. from Yonezawa
v3 - -
1BS01.07 - 1 | dbilAB0O51176.1] Luciola cruciata mitochondrial CONl gene }or cytochrome 1277 650 652
A oxidase H.complete cds. haplotype: E. from Numazu
IBSO1;O7 2 | dbjlAB051175.1} Luciola cruciata mitochondrial COll gene for cytochrome . 1253 647 652
. oxidase ll.complete cds. haplotype: E. ffum Hiroshima
18S01.07 3 | dbjlABO51174.1] Luciola cruciata mitochondrial COll gene for cytochrome | 1245 646 652
oxidase II.compIe'te cds. hablot;/pe: E from Hamasaka
1BS01.07. 4 | dbilAB051182.1} Luciola cruciata mitochondrial COll gene for cytochrome 1237 645 652
oxidase l.complete cds. haplotype: J. from Tetta
IBS;01_07 5 | dbjlAB051180.1] Luciota cruciata mitochondrial COll gene for cytochrome 1237 645 652
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7 IESQI_O7 6 .deIA8051181 1| Lucrola crucrata mrtochondnal COll gene for cytochrome : ,._‘1 229 '-'0
| | oxrdase 1 complete cds. haplotype l from 0k| Is ' » v‘ i
7 | 1BS01.07 7 | delABOSl 1 77 1 Lucrola crucrata mrtochondrlal COIl gene for cytochrome B ERE 0
oxrdase I complete ods haplotype F from Matsumoto ‘ i | v v i
7 | 1BS01.07 | 8 deIABOSH78 ll Luclola cruclata mrtochondnal COIl gene for cytochrome 1221 :‘ ' '0 -
i oxrdase X complete cds haplotype F. from Numazu ) o |
7 | Bsoro7 ©
7 | moer
s | Bovios | 1] .
- o 'oxrdase llcomplete cds haplotypevE.from H|rosh|ma : : ' :
8 lBSOI_Oa | ‘.2 :de]ABOSHBZ.ll Luclola cruclata mrtochondnal COll gene for cytochrome; ; 1 231 ; o" ¥
‘ ' ‘ »oxrdase llcomplete cds haplotype J. from Tetta - ) i v o 2]
8 lBSOl_OB 3 j”deIABOSHB1 ll Luciola cruclata mrtochondnal COIl gene for cytochrome e 1223 0
L » oxrdase X complete cds haplotype l1 from Okl ls . - B ’ ‘
8 | IBSOI_OB ' 4 -;ZdeIABOSIWG ll Luclola crucrata mrtochondnal COlI gene for cytochrome N 1223 . 0 ‘.'.
V . loxrdase lI complete cds haplotype Efrom Nurnazu ) : . . o
8 IBsm_OB 5 vd‘ ‘A805117411Luclola cruciata '|toch’ d'aIﬁCOll gene for cytochrome N 0 1
‘ : ‘ 1 oxrdase ll complete cds haplotype E. from Hamasaka 7': ) .:;. |
8 ‘ lB.SYO1_Y(‘)8‘ » 6 ‘deIABOSHBO tl Lucrola crucrata mltoch'rvdrlal COll gene for cytochrome Q }
‘ oxldaseﬂcomplete cds haplotype l-l frorn ATsugu v A )
8 | 1Bso1.08 v ' : 0
8 lescr_os' 8 | 28 0
8 | 1BS01.08 | o
JE L
o | Bsor.00, o | re-t0
IK_N_37f 7 i
,8‘5‘ ; - ———— — e = |
>9 | lBSOl_Oé; 2 : dbjlh;éqajO?lé:llLociole_'leterel:i:s: mrtochondnal ’CCv)‘llgenelfor cytochro_‘rne‘ - 388 1E—h10.j
TK;N—37 f_‘p)‘(ida'sesobunit ll..complete ‘cds. 'count_ry:Japen:Nagas‘aki.Tevushlrna Is 4 . 4




85

18S01_09_ 3 | dblAB0O8BO711.1] Luciola lateralis mitochondrial CO It gene for cytochrome 388 | 1E-10 216 232
TK-N-37 oxidasesubunit I, complete cds. country:Japar:NaganoMatsumoto 4
85 ) ‘
9 | 1BS01_09_ 4. | dbjlAB0O80712.1] Luicla lateralis mitoc'hondri.al CO 1t gene for cytt;chrome 388 { 1E-10 216 232
TK-N-37 oxidasesubunit . complete cds. country:Japan:Shizuoka. lzu 4
85
9 [ 1BSO1_09_ 5 | dbjlAB080709.1] Luciola lateralis mitochondrial CQ 1 gene for cytoéhrorne . 388 | 1E-10 216 232
TK-N-37 oxid'asesu!iunit Il. complete cds. cpuntry:Ja;J.an:Yama'guchi.Yama_guchi 4 '
o . .
9 | 1BS01_09. 6 | dbjlABO80708.1} Luciola lateralis mitochoqdrial CO |l gene for cytochrome 388 I'E-id 216 232
TK-~N-37 - oxidasesubunit Il. complete cds. country:Japan:Ehime. Matsuyama 4
85
9 | 1BS01_09_ 7 | dbjlAB0B0706.1| Luciola lateralis mitochondrial coll gene' for cytochrome 388 l‘E-10 218 232
TK-N-37 oxidasesubunit Il. complete cds. country:Japan-Fukushima, waki 4
85 i
9 | 1BS01.09_ 8 | dbjlAB080701.1] Luciola Tateralis mitochondrial CO Hl gene for eytochrome 388 | 1E-10 216 232
TK-N-37 oxidasesubunit Il. complete cds. country:Japan.Yamagata.Yonezawa 4'
85 '
9 {1BS01_09_ 9 dble8980700.1| Luciola lateralis mitochondrial CO Il gene for cytochrome 388 | 1E~10 216 232
TK-N-37 oxidasesubunit Il complete cds. country:dapan;qukaido.Kushiro - 4 '
85 i
9 IB.SOI_OQ; 10 | dbjlAB080718.1| Luciola lateralis mitochondrial CO Il gene for cytochromé 380 { 1E-10 215 232
TK-N-37 oxidasesubunit Il. complete cds. country:JapanKochi, Tosayama 2
85 v
10 [ IBSO1_10 1 { dbjlABO51176.1] Liciola cruciata mitochondri.al COll gene for cytochrome 1279. 651 653
oxidase ll.complete cds. haplotype: E. from Numazu
10 | 1BSO1_10 2 | dbjlAB051175,1} Luciola cruciata mitochondrial COlf gene for cytochrome 1256 648 653
oxidase ll.complete cds. haplotype: E. from Hiroshima L
10- { IBSO1_10 3 | dbilABO51174.1] Luciola cruciata mitochondrial COIt gene for cytochrome 1247 647 653
' oxidase ll.complete cds. haplotype: E. from Hamasaka f
10 | 1BSO1_10- 4 | dbjlABO51182.1 Lucio!a‘cruciata mitochondrial COll gene for cytochrome 12_39 1 646 853
oxidase l.complete cds. .haplotype: J. from Tetta ‘ :
10 [ 1BSO1_10 | 5 | dblABOS1180.1} Luciola cruciata mitochondrial COll gene for cytochrome | 1239 648 653

oxidase [l.complete cds. haplotype: H, from Tsugu

v

A-lz.




[BS01_10

dbleBOSl 1 81 1| Luciola crucrata m|tochondrlal COll gene for cytochrome :

- 1231

10 6
, oxndase l| complete cds haplotype l from Okl ls
10 1BS01.10 7 dble8051177 1| Luclola oruciata m|tochondrlal COM gene for cytochrome | 1,223
:oxrdase llcomplete cds haplotype F from Matsumoto | :
10 | lBSOl_lO .8 | db]lA8051178 1l Luclola cruclata m|tochondr|al COII gene for cytochromeﬁ 1223 i
oxndase . complete cds haplotype F from Numazu : " :
10, : lBSlOl‘_l_(')" 'v 9 ;,dbleB0511791lLucrola orug ata m|tochondrnal COII gene “for cytochrome' | 1215 P
10 | Bsor.10

11

BS01_11

o)

; ‘omdase ll complete ‘ods. haplotype F. from’ Matsumoto . :
11 IBSOl_ll 2 v : 51 178 1l Lucrola croclete mltochondrlal COll gene for cytochrome ’ 1267
- ! i oxrdase ll complete cds haplotype F from Numazu . '
1 l ' lBSDI_ll | 3 | dbj]A8051179 ll Lucrola crumatas mrtochondrral COll gene for cytochrome. I 1259
‘ "oxldase |IK complete cds haplotype G. from Mlnokamo .
ll ] lBSOl_H . 4 deIABOSI 1 75 ll Luclola crucrata mltochondnal COll gene for cytochrome
! oxndase lI complete cds haplotype E from H|rosh|ma B
11lBSOl_11 E 5 ] AE | ene for cytochrome, 1 1243 N € |
o v ; oxidase llcomplete cds haplotype E. from Numazu . : .
11 lBSOUl ,-: : v6 de]ABOSH82 lI Luclola cruc|ata mltochondnal COll gene for cytochrome»v ' 1235 ‘ ) L
' . ] ox1dase lI complete cds haplotype J. from Tetta v
ll lBSO‘l_ll '7> ] ’dbllABOSHBI 1 Luclola crucrata mltochondnal COll gene for cytochrome,‘- ! A ] 227 R
v‘_‘omdase ll complete cds. haplotype 1. -from 0k| s L . :
‘ 11 :VIEBTS'O]__'U 1 8 v _delA3051174 lI_Luclola _cruclata rmtochondnal COll gene for cytochrome : 1227 :
. oiidase ll complete “ods. aplotype E. from Hamasaka G e gD - '
_ 11lBSOl_1l ) delABOBllBOl]Luclola cruclata mltochondnal cou gene for cytochrome' . 1219
' : : 'ox|dase i complete ccls haplotype H from Tsugu
‘ 11 _lS_SOl_] 1 10 i delABO51170 ll Luc|ola cruclata mrtochondnal COll gene for cytochrome 1156 "’
- oxrdase llcomplete cds haplotype B. from Yonezawa
12 IBSOI_12 1 dbleBOSll76 1| Lucnola crucxata mltochondnal COll gene for cytochromev': |- 1294 '
' ox1dase X complete cds haplotype: E: from Numazu
12 lB_S_Ol_l__Zi 2 deIABO5l 1754 Luclola cruclata mltochondrlal COll gene for cytochrome ] 271
v oxrdase Il.complete cds. haplotype. E. from leosh|ma : RE
12 IBSOUZ 3 dbj]ABOSll 744 l_tjciola cruciata mitochohdriél Ct)ll gene for cytochrome - | - 1263

.13.




oxidase ll.complete cds. haplotype: £ from Hamasaka

12 | 1BSO1_12 4 | dbjlAB051182.1} Luciola cruciata mitochondrial COlf gene for cytochrome 1285 0 648 653
oxidase ll.complete cds. haplotype: J. from Tetta 3
12 | 1BS01_12 5 | dbj]AB0S51180.1} Luciola cruciata mitochondrial COIl gene for cytochrome 1255 0 648 653 .
oxidase ll.complete cds. haplotype: H. from Tsugu . A
12 | 1BS01_12 K] 'dbj[ABOSI 1 §1.1l Luci;JIa cruciata mitochondrial COll gene for cytochrome 1247 0 647 653
- oxidaée ll.cqmplete cds: haplotype: . from Oki Is .
12 ] IBSO1_12 7 dbleBOéI 177.1f Luciola cruciata mitochondrial C:OII gene for cytochrome 1239 0 646 653
oxidase ll.complete cd.s: ha;)lotype: E. from Matsumoto
12 IBéOUZ 8 | dbjAB051178.1] Luciola cruciata mitochondrial COll gene for cytochrome 1239 0 646 653
o).<idasev Il.complete cds. haplotype: F. from Numazu
12 | 1850112 }- 9 | dbilABO51179.1| Luciola cruciaté‘mitdchondrial COlf gene far cytochrome 1231 0 645 653
oxidase |l.comp|eté cds. haplotfpe: G. from Minokamo -
12 IBSO1_1é 10 { dbjABO51170.1] Luciola crugiata mitochondrial COll gene for cytochromé .| 1160 0 636 653
oxidase ﬂ.éomplete cds. haplotype: B. from Yonezawa ' -
13 | 1BSO1_13_ 1 | dbilABOB0717.1] Lucidla lateralis mitochondrial CO Il gene for cytochrome 337 | 3.00E- 198 228
TK-N—37’ oxidasesubunit i corhpiete cds, country:JapanKagoshimaKajiki 89
85 ,
13 | 1BSO1_13_ 2 | dbjlABO80716.1} Luciolailateraﬁs mitochondrial CO Il gene for cytochl;ome 337 | 3.00E- 198 228
TK-N-37 oxidasesubxinit Il complete cds. country:d,apa;\:Aichi. Toyohashi 89
85 : :
13 | IBSO1_13_ -3 dbj[ABOéOﬂ 5.1] Luciola Iateralisb mitochondrial GO I gene for cytochr_ome 337 | 3.00e- ' 198_ 228 |
TK-N-37 oxidasesubunit IL cqyn;nlete cds. counﬁry;JapangNagano, fizuna 89 ‘
‘85
'1 3 IBSOU 3 4 | dbjlAB080713.1] Luciola lateralis mitochondrial CO It gene for cy_tochrome 337 { 3.00E- 198 228
TK-N-37 oxidases't.‘_ubunit 1l. complete cds. cbunt'ry:Japa‘n:Nagasaki.'Tsushima ls 89
85 ' ‘
13 | BSO1_13_ 5 >dbj|ABOBO71 1.1 Lucfola lateralis mitochondrial CO I gene for cytoch.rome 337 3.00E; ) 198 228
TK-N-37 ,'oxidésesubunit Il. complete cds. country:Japan:Nagano.Mat_sumpto 89
N i .
13 _IBSOU 3 -6 | dbjlABO80712.1] Luciola lateralis mitochondrial GO # gene for cytochrome 337 | 3.00E- 198 228
TK-N-37 oxidasesubunit Il. complete cds. countfy:dapan:Shizuokq. lzu 89
" |85 |
13 | IBSO1_13_ 7 | dbjlABO807 10.1] Luciota lateralis mitochondrial CO 1l gene for cytochrome 337 | 3.00E- 198 228
[ TK-N-37 oxidasesubunit . complete cds. country:JapanMiyagi: Narugo . 89
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85

15

13 | BS0113, | 8 dbleB.018.0709.1| Lucila laterals mitochondria q% b gene for oytoctvome | 337 | 2006 |
TK-N-87 o;(‘irl_aseéubunltll. complete cds courltryzdcoan:Yv'arna,guchi,vYar_naguchlV’ : : 39 B
1o | msor.1. | | 080708 ikl s noshondi 60 e for ot | 337 | 300€- |
VTK_N_'37 o)_(ﬁl_:_la_sesybunit 1 complete cds. countrycdopan:lihi' _,Nlétjsuyam:a', o
13vj".IB§>0j1_13‘_ |10
[ w7 [
85, 2
LR BIE
14 | msor s |2
M 11
14 le__éO1_l_4_ I 4,__
C . ‘oxrdasesubumt lL complete cds country JapanKanagawa o‘osuka »
:‘14‘ ] ,‘_l_BSp.l_-,J,“. 6 :_»dble8080711 1|Luclola lateral(s mrtochondnal CO I gene‘tor cytochrome ‘ 1 191
NE ¥ ox|dasesubun|t lL complete cds country Japan Nagano Matsumoto
1.4‘ i >|B:s_,;9‘1>_14 7 ':dblel3080712 ll Lucxola lateralrs mltochondrlal CO ll gene fo;,cytochrome,# "; 1191 ] B
» . oxrdasesubumt Il. complete cds countrydapanShrzuoka lzu _ ‘ - ‘
| 14 lBSO‘r_l4 i b, 8 vdb IA8080707llLucrola lateral's mltochondnallACO ll gene for cytochrome: 11 91 ) ‘: T
. » foxtdasesubumt I, complete cds countryJapan Shlga lbukl ‘ '
' !11:1,' IBSOl_l4 M 8 ‘:delABOBO7OSllLucrola lateral's mltochondrral CO lllggen.evfor cytochrome': 1191
’ : .‘ rdasesubunlt ll complete cds country Japan Fukushrma Iwakl
.1 4 | IBSO1_1 4 ‘1:0‘ :delABO 07181|Luc|ola laterahs mltochondrral CO ll gene. for cytochrome '-/1133
| v l‘oxrdasesubumt IL complete cds countryJapan.KochL Tosayama is
.15 lBS_OlJ 5 ".3.‘ 1 deIABOBO7021lLuc|ola lateralls m|tochondrral CO ] gene for cytochrome 3 l 225 : .
| 5 oxrdasesubumt IL complete cds country Japan Chrba Ohara |
15 ': lBSOl_lS 2 deIAB080701 1] Luciola lateralls m|tochondr|al co ll geng for. cytochrome.v 1 .l 217
. " 6xidasesubunit . complete cds country Japan.Yamagata Yonezawa :
15| 1BSD1_15 3 db]lAB0807ll lILucrola lateralis mrtochondrlal cot gene for cytochrome . 1209




oxidasesuburit Il. complete cds. country:Japan:Nagano Matsumoto

BSOT_15

dbjlAB080712.1| Luciola lateralis mitochondrial CO § gene for cytochrome

15 4 1209 633 643
oxidasesubunit . complete cds. country:Japan:Shizuoka. lzu
1.5 lBSOJ_l 5 5 | dbjlAB080710.1 Lt{ciula lateralis mitochondrial'CO Il gene fof cytochro.me 1209 633 643
oxidésésubunit I complete eds. country:Japan:Miyagi. Narugo ’
15 1 1BS01_15 6 | dbjlAB080709.1{ Luciola lateralis mitochondrial CO I gene for cytochrome 1208 633 643
oxidasesubunit Il. complete cds. country:Japan:Yamaguchi.Y amaguchi
15 | 1BSO1_15 7 _d.bleBOBO706.1.I Limipla lateralis mitochondrigl CO Il gene for cytochrome - { 1209 633 643
A oxidasesubunit II. complete‘cds. country:Japan:Fukushima, lwaki
15 1BS01_16 8 dbjlAB080700.1] Luciola lateralis mitochondrial CO Il gene for cytochrome 1209 633 ' ) 643
'oxida;esubunit L. complete cds. country:Japan:Hokkaido Kushiro .
15 | IBSO1_15 . 9 | dbjlAB0O80715.1} Luciola lateralis mitochondrial GO 1 gene for cytochrome 1201 - 632 643
oxidasesubunit Il complete cds. count;'y:Japan:Nagano. ﬁzuna ‘
15 | 1BSO1_15- 10 | dbjlAB0O80717.1] Luciola lateralis mitochondrial CO i gene for cytochrome 1193 631 643
oxidasesubunit Il, complete cds. country:dapén:Kagoshima.Kaiiki .
16 | 1BS0O1_16 ' 1 _dbj]ABOBO7OI.II Luciola lateralis mitochondri;l Cd ] gene for cytochrome 1219 635 644
oxidasesubunit ll. complete cd‘s. ;ountryzdapan:Yamagata,Yonezawa
16 | IBS01_16 2 | dbjlABO8G711.1] Luciola lateralis mitochondrial CO I gene for cytochrome 121 ' 634 844
. oxidasesubunit Il. complete cds, country:Japan:Nagano Matsumoto
16 | IBSO116 [ 3 ] dbilABOBO712.1| Luciola lateralis mitochondrial CO I gene for cytochrome 1511 634 844
oxidasesubunit . complete c&s. country:Japan:Shizuoka, lzu
16 | IBSO1_16 4 | dbjlAB080710.1} Luciola lateralis mitochondrial CO Il gene for cytochrome 1211 634 644
oxidase'subunit Il. complete cds. country:dapan:Miyaéi. Narugo '
16 | IBSO1_16 5 | dbjlAB080709.1| Lucicla Iate;'alis mitochondrial CO I} gene for cytochrome 1211 634 644
‘ v oxidasesubunit l. complete cds. country:Japan:Yamaguchi.Y amaguchi
16 | IBSO1_16 6 | dbjlABO80706.1{ Luciola lateralis mitochondrial GO Il gene for cytochrome 1211 634 644
‘oxidasesubunit IL complete cds. cotntry:JapanFukushima, lwaki
16 IBSO1_16 7 | dbjlAB080702.1] Luciola lateralis mitochondrial €O 1l gene for cytochrome 1211 '634 644
bxidasésubdnit 1. complete cds.‘ country:Japan:Chiba, Ohara '
16 | BS0116 | 8 | blABOBO7001| Lucila lteralis mitochondrlal CO I gene for cytoohrome | 1211 . 634 644
oxidasesubunit Il. complete cds. country:Japa}\:Hokkaido.Kushiro
16 | 1BSO1_16 9 | dbj{AB080715.1] Luciola lateralis mitochondrial CO 1l gene for cytéch_rome 1203 633 644
oxidasesubunit fl. complete cds. country:Japan:Nagano. jizuna
16 | 1BSO1_16 | 10 dbjIABOéO717.1| Luciola lateralis mitochondrial CO i ger;e for cytochrome 1195 632 644

oxidasesubunit Il. comiplete cds. country:Japan:KagoshimaKajiki ‘
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dblel3080701.ll Luciola lateralis mitochondrial CO !l gene for cytochrome

1241 |

#

'.17_‘.

17 {msor7 | e
O)tidasesubunit . complete cde country:Japan:Yamagata.Yonezawa »
17 IIBSOL17 . 2 dbleBOBO?ll 1} Lucrola Iateral’s mltochondrlal CO Il gene for cytochrome l23§ 642
L oxndasesubumt Il complete cds country JapanNagano Matsumoto | |
17 IBSOI_t7 3 dblIAB()80712 1l Luclola laterahs mltcchondrlal CO ll gene for cytochrome 12:'33 | 642 |
v oxndasesubumt Il. complete cds. countrydapan Shlzuoka lzu o . |
iz | msorir |4 fo : “eaz ]
17 o7 | s [* s o e
] msouar | e o. | 18] a2 |
' : oxldasesubumt lI complete cds country Japan.Fukush|ma Iwakl R o
17 | lBSDl_17 7 db,J‘l._A?OB_Q?OZ.Il Luclole I_etera!l.s tochondrlal CO ll gene for cytochrome” 1233 64é.;
1 ) oildaeesubunlt lL' complete cds country'Japan'Ch‘ba. Ohara | N
v‘17 BSOIT7 | a ‘dbllABOBO7001] Luciol laterals mitochondria GO u gene for eytochrome . | 1233 | 642
: oxrdasesubumt i complete cds country'JapanHokkaldoKushlro ' o ‘
17 lBSOl_17 .9; _vdelABOBO7151|Luc|ola laterahs mltochondrlal CO II gene for cytochrome ! 1225 '64f1
. ‘ ‘ - oxldasesubumt Il complete cds countryJapanNagano nzuna * P
11 IBSDl_17 _ 10 _'deIABOBO7l7 1) Luclola lateralis m|tochondnal'00 i gene for cytochromev . 1217 e 64:0 .
' ‘ ?oxtdasesubumt fl. complete cds countryJapanKagoshlma Kajiki - N I
18 ll;BSOl_lBIN R 'de]ABOBO702 1l Luclola laterahs mltochondrlal CO ll gene for cytochrome | 1227 | 636
" oxldasesubumt Il complete cds country'JaparLChl)a Ohara v' ‘ | !
1 8 lBSOl_lB 2 ’:‘fthlABOBO701 1[ Luclola lateral mltochondnal €0 Il gene for cytochrome, ',_1:2']9_ 655
‘ " oxndasesubumt IL complete cds. country JapanYamagatatonezawa (‘ h :
18 IBSOl_18 s dbleBOB 711 1ILuc alate lis mlt hond I COllgene for cytochrome, - 1211 : A 6’?4 L
‘_ T omdasesubumt ll complete cds. countryJapanNagano Matsumoto B -
18 IBASOJ'_IB ) 4 i_,dbﬂABOBOﬂZI[Lucrola lateralrs mltochondrlal CO ll gene for cytochrome. I, 1211 i 34
¥ oxndasesubumt ll complete cds countryJapanShlzuoka lzu:: 7 : : ‘
.1'8 v lBSOl_13 i 5 _ dbleBOBO7101 I Lucrola lateralls mltoohondrlal CO lI gene for cytochrome. . 1211 o 634.
F : ; oxrdasesubumt .. complete cds. countryJapaanyagr. Narugo . B 1 »
t B Il?SAOt_l,B_ | 8 vdb]lABOBO?OSll Luclola lateralls mltochondnal CO Il gene. for cytochromey_ 211 f 634
' } : oxldasesubumt Il complete cds countryJapanYamagucleamaguchl e o
1‘8 '. lBSOlTltS' 7 :'.dbleBOBO7061I Luclola Iateralus mrtochondnal CO i gene for cytochromev » 1211 6’34
. ‘oxldasesubunlt ll complete cds countrydapanFukushrma lwaki H B
.l 8 | IBS01_18: 8 dbjIABOBO700.ll Luciola latefalis mitochondrial CO !l gene forcytochrome, 1211 634 |




oxidasesubunit ll. complete cds. country:JapanHokkaido.Kushire

18 | IBSO1_18 dbjjAB080715.1{ Luciq!a lateralis mitochondrial CO geﬁe for cytochrome 1203 633 . 644
| oxidasesubunit I complete cds.'country:daparuNagano. fizuna
18 | 1BS01_18 10 | dbjAB080717.1) Luck’)la lateralis mitochoﬁdrial CO |l gene for cytochrome 1185 632 644
oxidasesubunit . complete cds. country:JapanKagoshimaXajiki
19 | IBS01_19 1 | dbjlAB080702.1] Luciola lateralis mitochondrial CO Il gene for cytochrome 1219 632 840
oxidasesubunit Il. complete cds. country:Japan:Chiba. Ohara
19 { IBS01_19 2 | dbjlAB080701.1] Lucfola lgteraﬁs mitochondrial (}0 I gene for cytochrorﬁe 1211 63_1 640‘
oxidasesubunit ll, complete cds. country:dapan:Y’ania:gataYonezawa
19 1 IBS0O1_19 . 8 | dbjlAB0B0711.1] Luciofa lateralis mitoshondrial CO I gene for cytochrome . 120(§ 630 640
oxidasesubunit fl, comple.te cds. country:Japan:NaganoMatsumoto
19 | BS01_18 | 4 | dbjlABOBO712.1| Luciola lateralis mitoéhondria{ CO 1l gene for cytochrome . | 1203 630 640
| oxidasesubunit I complete cds. country:Japan:Shizucka. lzu
19 |1 1BS01_19 | 5| dbilAB080710.1] Luciola Ia‘teraﬁs mitochpndrial CO Il gene Ifor cytochrome 1203 ' 630 640
oxidasesub;init .. complete cds. country:Japan:Miyagi Ngr})go A
19 | 1BS01_19 6 | dbjlAB080709.1| Luciola lateralis mitochondrial CO Il gene for cytochrome 1203 '630 640
oxidasesubunit Il complete cds. t:ountry:Japan:Yamaguchi.Yamaguchi '
1911BS01_19 |. 7 dbilABOBO]Oé.II l:ucio(a lateralis mitt;:chondrial CO Il gene for cytochrome 1.203 630 640
oxida;esubunit Il c'omplgte cds. country:JapanFukushima. Iwaki
19 | 1BS01_19 8 dbleBOBOjOO.H Luciola lateralis mitochondrial CO Il gene for cytochrome - 1203 630 | 640
oxidasesubunit cbmpleté cds. countr_y:dapa}\:Hokkaido.Kushiro
19 | IBSO1_19 9 | duilABOSOT15.1] Ludol laterals mitochoncriat 0O I gene for cytochrame | 1 195 629 640
oxidasesubunit Il, complete cds. country:dapan:Nagano’. fizuna
19 |'1BS01_19 10 dbleéOBOﬂ 7.1] Luciola lateralis mitochondrial CO Il gene for Fytochrome 1187 GZé 640
oxidasesubunit fi, complete cds. country:Japan:Kagoshima.Kajiki ‘ '
20 | 1BSO1_20 1 | dbijABO80702.1] Luciola lateralis mitochondrial CO Il gene for cytochrome 1245 645 653
oxidasesubunit l. complete cds. country:Japan:Chiba. Ohara,
20. IB"S'OI_ZO 2 | dbjlABO80701.1} Luciola lateralis mitochondrial _Cb Il gene for cymt.:hrome 1237 644 653
' oxidasesubunit [l. complete cds. country:dapan:Yamaéata.Yoﬁezawa
20 | 1BS01_20 3 .dbj]ABOéO71 1.1] Luciola lateralis mitochondrial CO Il gene for cytochrome :' 1.229 643 653
oxidasésubunit I complete cds. country:Japan:NaganoMatsumoto ‘
20 | 1BS01_20 - 4 dbjlAB080712.1] Luciola lateralis mitot;hondrial CO |l gene for cytochrome 1229 643 653.
* oxida.sesubunit I compléte cds. country:Japan:Shizucka, lzy
20 | IBS01_20 5 | dbjAB080710.1] Lusiola lateralis mitochondrial GO I gene for cytochrome 1229 643 653

oxidasesubunit Il. complete cds. country:JapanMivagi. Narugo
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m
o

1229 |

20 | 1BSO1_20 db]lABOBO70911Luc|ola lateralls mltochondrxal coln gene for cytochrome . _'
oxldasesubumt I, complete cds. country JapanYamaguch| Yamaguchl
20 | 18501_20 7 ,de]ABOBO?OGlILucrola laterahs m|tochondnal CO l| gene for cytochrome 1229 |
oxtdas unlt ll. complete cds, countryJapanFukushlma lwakr )
20 | Bso120. | 8 /bdbllABOBO7001l Lucila lateals mitochendrial 0O geve for cytochrome RETLR B
| oxu:lasesubumt Il complete cds. country Japan Hokkaldo Kushlro
20 | s0i 20
20 liafsbu’d
21 | Bs01.21 |
21 | BS0i 21
21| Bso1.21
21 | tesor 21
OdeaSESU ouni [ complete cds. country Japan Y amaguchi. Yamaguch|
71| Bs0i2t | 6d "Asoewos il Luc|ola lateralis mltochondnal co g 'efor eytostrome. | 1162 Lol
] ,oxldasesubumt i complete cds countrydapanFukus ma lwakl ‘
i 21 l'BASO1-_21“ e 7,: 7021|Luc|ola laterahs mltochond lCOYII gene for cytochrome‘
] oxrdasesubunlt 15 complete cds. country JapanCh’ba Ohara e
' 21 'lBS'01_2'_Al . de]ABOBO700 1l Lucrola Iateralrs mutochondrlal col gene for cytochrome.‘ 1. 1182
L oxmlasesubumt Il complete ‘cds. countryJapanHokkaldoKushlro;\
21| BS0121 | 9 80807151| Lumola lateralls mltochondrial col gene for cytochrome RIL7Y
ida subunlt l| complete cds country Japan,Nagano nzuna .
21 IBSOl_Zl‘ ] 10, dbjIABOBO717 ll Luclola Iaterallsimlt'chond ICO ll ene for cytochrome'.j 1146 ]
22 ll3$01_22) 1 deIABOBO7021l Luclola laterahs mltoch' l| gene for cytochrome; ] 1183
] 'o)udas bunlt I, complete cds. colintry:JapanC a;' Ohara ..~
22 | 1BS01.22 2 'dbleBo'swot 1] Luclola latgralis mitochondrlal .00‘11 geng for oytochrome 1176
oxndasesubumt Il complete cds. country:.Japan: YamagataYonezawa
22| IBS01_22 3 db]lABOSO?ll 1l Luclola lateralls mxtochondrral GO ll gene for cytochrome 1168
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oxidasesubunit [}, complete cds, country:Japan:Nagano.Matsumoto

oxidasesubunit 1, completé cds. country:JapanKagoshima Xajiki

22 | IBS01_22 4 1 dbjlAB0BO712.1| }.uciola lateralis mitochondrial CO Il gene for cytochrome 1168 612 622
oxidasesubunit Il. complete cds, c;)untry:Japan:Shizuoka. lzu | .
22 | 1BS01_22 - 5 dbj[ABOBOﬁ 0.1] Luciola faterafis mitochendrial CO Ul gene for cytochrome | 1168 612 622
oxidasesubunit I cu[npleie cds. coUntry:dlaparuMiyag'L Narugo
22 | IBS01_22 6 | dbjlAB080709.1| Lucicla lateralis mitochondrial CO It gene f;Jr cytochrome ' 1‘168 612 622
oxidasesubunit I, complete' cds. country:Japan:Yamaguchl.Y amaguchi
22 | IBS01.22 7 dbleBOBO706‘1| Luciola lateralis mitochondrial GO I gene for cytochrome 1168 612 622
' oxidasesubunit Il. complete cds. country:Japan:Fukushima. Iwaki
22 | 1BS01. 22 8 | dbilAB080700.1| Luciola lateralis mitochondrial CO § gene for cytochrome 1168 612 622
oxidasesubunit . complete cds, country:Japan:Hokkaido.Kushiro ‘
22 }18501_22 9 | dbilAB080718.1| Luciola lateralis mitochondrial CO If gene for cyt_ochrome 1160 611 622
oxidasesubunit Il. complete cds, country:JapanNagano. iizuna _
22 { IBS01.22 10 | dbjlAB0BO717.1| Luciola lateralis mitochondrial CO Il gene for cytochrome 1152 610 622
oxidasesubunit Il complete cds. country:JapanKagoshima Kajiki .
'23 1BS01_23 1 | 'dbjAB080701.1| Luciola fateralis mitochondrial GO Il gene for cytochrome 1203 624 632
oxidasesubunit Il complete cds. country:JapanYainagata Yonezawa .
23 | IBS01_23 ) dbj]AB08071 I.il Luciola lateralis mitochondrial CO If gene for cytochrome 1185 623 4 ' 632
) oxidasesubunit Il. complete cds. country:JapanNagano.Matsumoto ‘
23 | 1BSO1_23 3| dbjlAB08O71 2.i| Luciola lateralis mitochandrial CO If gene for cs;tochrome 1195 623 632
oxidasesubunit Il. complete cds, country:Japan:Shizuoka, lzu
23 | 1BS01_23 4 | dbjlAB080710.1| Luciola lateralis mitochondriaf CO || gene. for cytochrome 1195 623 632
oxidasesubunit Il. complete cds. country:JapanMiyagi. Narugo
23 | 1BSQ1.23 5 dbleBO}B??OQ,lI Luciola lateralis mitbchundrial CO Il gene for cytochrome . 1185 623 632
oxidasesubunit ll. complete cds. country:Japan‘:Yamaguchi.Yamaguchi ' '
23 } 1BS01_23 6 dbleBOBO?Oé.H Luciola lateralis m?tochondrial CO [t gene for cytochrome" 1195 - 623 632 ,
h oxidasesubunit Il. complete cds. country:lapanFukushima. |waki
. 23 | IBS01.23 7 | dbjlAB0B0702.1| Lucivla Ia.teralis mitochondriai Cot géne for cytochrome 1195 623 632
oxidasesubunit l. coﬁplete cds. country:Japan:Chiba, Ohara
23 | iBS01.23 8 dble8080700.II‘Luciola lateralis mitochondrial CO Il gene for cytochrome 1195 623 632
oxidasesubunit Il complete cds. country:JapanHokkaido Kushire
23 | IBSO1.23 9 | db}lAB080715.1| Luciola lateralis mitochondrial CO I gene-for cytochrome ] 1187 622 632
!‘ '. oxidasesubunit Il. complete ods. country:Japan:Nagano, iizuna
23 | 1BS01_23 10 | dbjlABO8OT1 7.1] Luciola lateralis mitochondrial GO # gene for cytochrome 1179 621 632
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24 | BS01_24 v .deIABOBO701 1| Luc|ola lateralls mxtochondrlal CO Il gene for cytochrome 1229 | 540 o
omdasesubumt lL complete cds country: Japan YamagataYonezawa | S
24 | 1850124 ! delABOBO711 1lLuc|o|a lateralls mltochondrlal CO Il gene for cytochrome 1. 1221 . 639”
' oxrdasesubumt ll. complete cds country Japan Nagano Matsumoto } : "‘
24 | 1BS01_24 il CO Il géne for cytochrome, 122 .
24 | Bs0124 |
24 | BSG124 | 5| dbof
24 | BS01.24
24| Bso124 |
24 | 0124
24 |'BSo1 24 |-
24 | Bso124 |
25 | 18501.25
oxrdasesubumt lL complete cds country Japan Yamagata Yonezawa
25 | 1BSO1.25 | 2] IABOBO?H 1l Luclola lateralrs mrtochondrlal CO Il gene | for cytochrome
: oxrdasesubumt ll complete cds country JapanN ano Matsumoto
) 25 IB§91_25 |tochonclr|al co| ll gene for cytochromev |
. ‘ | oxrdasesubumt lL complete cds countrydapan Shrzuoka lzu o
.. 925 ']B$(:)1_25 o db lABOBOﬂOllLuclola lateralls mntochondnal ca ll gene for cytochrome »
oxrdasesubumt I complete cds country paanyagr Narugo
25 'lBSt)l_ZS IABOBO709 ll Lucrola lateralls mltochondnal co ‘ll gene for cytochrome ‘
1 ' oxrdasesubunlt Il complete cds countrydapan Yamagucleamaguchl .
25 ’ IBSOl_25.: ' ;db |A80807061lLucrola lateral‘s mltochondnal CO L] gene'for cytochrome ] X
: ,'cxrdasesubumt ll complete cds countryJapanFukushlma lwakl
25 | 1BS01.25 ‘db |ABOSO702 1l Lucrola laterahs mltOchondnal CO 1 gene. for cytochrome
oxrdasesubumt Il complete cds country'Japan.Chrba Ohara
25 lBSOl_25 ‘ delABOBO?OO 1 Luclola lateralrs mltochondnal CO || gene for cytochrome 1231 641




oxidasesubunit Il. complete ¢ds, country:Japan:Hokkaido.Kushiro

25 { IBS01_25 9 | dbjlAB080715.1 Luciola lateralis mitochondrial CO I gene for cytochrome 1223 0

oxidasesubunit Il. complete cds, country:Japan:Nagano, iizuna

640

650

25 1 1BS01.25 ‘10 dbjlABO80717.1{ Luciota lateralis mitochondrial GO |l gene for cytochrome 1215 0

*oxidasesubunit fl. complete cds, country:JapanKagoshimaKajiki

639

650
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- IBSO1_22

1BS01_23 GTATAAATCTATGGTTTGTTCCGCAAATTTCTGAACATTGTCCGAAAAATACACCAATTG
1BS01_25 GTATAAATGTATGGT TTGTTCCGCAAATTTCTGAACATTGTCCGAAAAATACACCAATTC
IBS01_21 GTATAAATCTATGGTTTGTTCCGCAAAT TTCTGAAGATTGTCCGAAAAATACAGCAATTC
1BSO1_17 GTATAAATCTATGGTTTGTTCCGCAAATTTGTGAACAT TGTCOGAAAAATACAGCAATTC
1BS01_24 GTATAAATCTATGATTTGTTCCGCAAATT TCTGAACATTGTCCGAAAAATACACCAATTC
1BSO1_14 GTATAAATCTATGGTTTGTTCCGCAAATTTCTGAACATTGTOCGAAAAATACACCAATTC
IBSO1_16 GTATAAATCTATGGT TTGT TCOGCAAAT TTCTGAACATTGTCCGAAAAATACACCAATTC
IBSO1_15 . . GTATAAATCTATGGTTTGTTCCGCAAATTTCTGAACATTGTCCGAAAAATACACCAATTC
I1BS01_18 GTATAAATCTATGGTTTGT TCCGCAAATTTCTGAACATIGTCCGAAAAATACACCAATTC
1BS01_19 GTATAAATCTATGGTTTGTT CCGCAAATTTCTGAACATTGTCCGAAAAATAGACCAATTG;
1BS01_20 GTATAAATCTATGRTTTGTTCCGCAAATTTCTGAACATTGTCCGAAAAATAGACCAATTC -
1BSO1 22' GTATAAATCTATGGTTTGTTC '

- IBS01_23 GA
18801_25 GATTTATAAAAAAAGTT
IBS01_21 GATTTATAAAAAAACTTGTTTG
18501_17  GATTTATAAAAAAAGTTGTTT
1BS01_24 GATTTATAAAAAAAGTTGTTTGA
IBSO1..14 GATTTATAAAAAAAGTTG TG
1BS01_16 A
IBSO1_15
1BS01._18
[BSO1:_19
1BSO1_20
1BSO0T..22"
I1BSO01._23
1BS01_25 B
1BS03.21 AAGAAGGGATTGTTCAAGAATGAATTACATCTGATGATGAAATTATTATACGGATTTGTG".,
18S01_17 . AAGAAGGGATTGTTCAAGAATGAATTACATCTGATGATGAAATTATTATACGGATTTGTG -
1BS01-24 - AAGAAGGGATTGTTCAAGAATGAATTACATCTGATGATGAAATTATTATACGGATTTGTG
1BSO01._14 AAGAAGGGATTGTTCAAGAATGAATTACATCTGATGATGAAATTATTATACGGATTTGTG
1BS01_16 " AAGAAGGGATTGTTCAAGAATGAATTACATCTGATGATGAAATTATTATACGGATTTGTG .
IBS01_15 ABGAAGGGATTGTTCAAGAATGAATTACATCTGATGATGAAATTATTATACGGATTTGTG
1BSOt_18 AGGAAGGGATTGTTCAAGAATGAATTACATCTGATGATGAAATTATTATACGGATTTGTG
IBS01_19 GAAGGGATTGTTCAAGAATGAATTACATCTGATGATGAAATTATTATACGGATTTGTG
I1BS01-20 AGGAAGGGATTGTTCAAGAATGAATTACATCTGATGATGAAATTATTATACGGATTTGTG
1BS01_22. ,AﬁGAAGGGATTGTTCAAGAATGAATTACATCTGATGATGAAATTATTATACGGATTTGTG
1BS01_23 TGTTTAGAGGTAAGACTAGTCGGTTATCAAOTTCAAGAAGGGGGAAGGAATACAAATTTT
1BS01_25 TGTTTACAGGTAAGACTAGTCGGTTATCAACTTCAAGAAGGCGRAAGGAATACAAATTTT -
1BS01_21 “TGTTTACAGGTAAGACTAGTCGGTTATCAACTTCAAGAAGGCGGAAGGAATACAAATTTT -
1BS01-17 TGTTTACAGGTAAGACTAGTCGGTTATCAAGTTCAAGAAGGCGGAAGGAATACAAATTTT
1BS01_24 TGTTTACAGGTAAGACTAGTCGGT TATCAACTTCAAGAAGGCGGAAGGAATACAAATTTT
1BS01_14 TGTTTACAGGTAAGAGTAGECGRTTATCAACT TCAAGAAGGCGGAAGGAATACAAATTTT
1BS01_16 TGTTTACAGGTAAGACTAGTCGGT TATCAACT TCAAGAAGGCGGAAGGAATACAAATTTT
1BS01-15. TGTTTACAGGTAAGACTAGTCGGTTATCAACTTCAAGAAGGCGGAAGGAATACAAATTTT
1BS01_18 TGTTTACAGGTAAGACTAGTCGGTTATCAACTTCAAGAAGGCGGAAGGAATACAAATTTT
1BSO1_19 - - TGTTTACAGGTAAGACTAGTCGGTTATCAACTT CAAGAAGGCGGAAGGAATACAAATTTT
1BS01_20 TGTTTACAGGTAAGACTAGTCGGT TATCAACT TCAAGAAGGCGGAAGGAATACAAATTTT

- 1BS01_22: - TGTTTACAGGTAAGACTAGTCGGTTATCAACTTCAAGAAGGCGGAAGGAATACAAATTTT
1880123 GTTCATTTGAGGGGATTATGTATGAGTCAAATTCTGATTTCTTGAAGTCTGAAAGTTCAT
IBS01.25 - GTTCATTTGAGGGGATTATGTATGAGTCAAATTCTGATTTCTTGAAGTCTGAAAGTTCAT -
1BS01721 . GTTCATTTGAGGGGATTATGTATGAGTCAAATTCTGATTTCTTGAAGTCTGAAAGTTCAT
1BS01_17 GTTCATTTGAGGGGATTATGTATGAGTCAAATTCTGATTTCTTGAAGTCTGAAAGT TCAT
1BS01_24 GTTCATTTGAGGGGAT TATGTATGAGTCAAATTCTGATTTCTTGAAGTCTGAAAGTTCAT
IBSOT_14 GTTCATTTGAGGGGATTATATATGAGTCAAATTCTGATTTCTTGAAGTCTGAAAGTTCAT.
1BS01.16 GTTCATTTGAGGGGATTATGTATGAGTCAAATTCTGATTTCTTGAAGT CTGAAAGTTCAT
1BSO1_15 GTTCATTTGAGGGGATTATGTATGAGTCAAATTCTGATTTCTTGAAGTCTGAAAGTTCAT
IBSO1_18 GTTCATTTGAGGGGATTATGTATGAGTCAAATTCTGATTTCTTGAAGTCTGAAAGTTCAT
1BS01_19 GTTCATTTGAGGGGATTATGTATGAGTCAAATTCTGATTTCTTGAAGTCTGAAAGTTCAT
1BS01_20 GTTCATTTGAGGGGATTATGTATGAGTCAAATTCTGATTTCTTGAAGTCTGAAAGTTCAT

GTTCATTTGAGGGGATTATGTATGAGTCAAATTCTGATTTCTTGAAGTCTGAAAGTTCAI
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1BS01_23
1BS01_25
1BS01_21
[BSO1_17
[BSO1_24
IBSO1_14
1BSO1_16
IBSO1_15
1BS01_18
[BSO1_19
1BS01_20
1BSO1_22

1BS01_23
1BS01_25
1BSO1_21
I1BSO1_17
18501_24
IBSO1_14
1BSO1_16
IBSO1_15
--1BS01_18
IBSO1_19
IBSO1_20
. 1BSO1_22

1BS01_23
1BS01_25
1BSO1_21
1BSO1_17
1BSO1_24
1BSO1_14
1BSO1_16
1BSO1-15
1BS01718
IBSO1_19
18S01_20
1BS01_22

1BS01_23
1BS01_25
IBSO1_21
IBS01_17
1BS01_24
IBSO1_14
IBS01_16
IBSO1_15
1BSO1_18

IBSO1_19

[1BSO1_20
18S01_22

1BS01 23
1BS01_2
1BS01_2
IBSO1_1
IBSO1 24
IBSO1_14
IBSO1 16
I1BSO1_1
18801 18
IBSO1_19
18S01_20
1BS01_22

ATGAGCAGAATCATTGGTGTCCTATAGATTTAACAGAAACTAATGGTATATTAATTTCGT
ATGACCAGAATCATTGGTGTCCTATAGATTTAACAGAAACTAATGGTATATTAATTICGT
ATGACCAGAATCATTGGTGTCCTATAGATTTAACAGAAACTAATGGTATATTAATTTCGT.
ATGACCAGAATCATTGGTGTCOTATAGATTTAACAGAAACTAATGGTATATTAATTTCGT
ATGACCAGAATCATTGGTGTCCTATAGATTTAACAGAAACTAATGGTATATTAATTICGT
ATGACCAGAATCATTGGTGTCCTATAGATTTAACAGAAACTAATGGTATATTAATTTCAT
ATGACCAGAATCATTGGTGTCCTATAGATTTAACAGAAACTAATGGTATATTAATTTCGT
ATGACCAGAATCATTGGTGTCCTATAGATTTAACAGAAACTAATGGTATATTAATTTCAT
ATGACCAGAATCATTGGTGTCCTATAGATTTAACAGAAAGTAATGGTATATTAATTICGT
ATGACCAGAATCATTGGTGTCOTATAGATTTAACAGAAACTAATGGTATATTAATTTCGT
ATGACCAGAATCATTGGTGTCCTATAGATTTAACAGAAACTAATGGTATATTAATTTCGT
ATGACCAGAATCATTGGTGTCCTATAGATTTAACAGAAACTAATGGTATATTAATTTCGT - -
X ¥ ¥ k, %

4 CTAATAGGTAAAGTAATTGTAAACTTGGAAGGGCAATAAAGATTAATGTAACTGCAGGAG

CTAATAGGTAAAGTAATTGTAAACTTGGAAGGGCAATAAAGATTAATGTAACTGCAGGAG
CTAATAGGTAAAGTAATTGTAAAGTTGGAAGGGCAATAAAGATTAATGTAACTGCAGGAG
CTAATAGGTAAAGTAATTGTAAACTTGGAAGBGCAATAAAGATTAATGTAACTGCAGGAG
CTAATAGGTAAAGTAATTGTAAACTTGGAAGGGCAATAAAGATTAATGTAACTGCAGGAG
CTAABAGGTAAAGTAATTGTAAACT TGGAAGGGCAATAAAGATTAATGTAACTGCAGGAG
CTAATAGATAAAGTAATTGTAAACTTGGAAGGGCAATAAAGATTAATGTAACTGCAGGAG
GTAATAGGTAAAGTAATTGTAAACTTGGAAGGGCAATAAAGAT TAATGTAACTGCAGGAG
CTAATAGGTAAAGTAATTGTAAACTTGGAAGGGCAATAAAGAT TAATGTAACTGCAGGAG
CTAATAGGTAAAGTAATTGTAAACTTGGAAGGGCAATAAAGATTAATGTAACTGCAGGAG
CTAATAGGTAAAGTAATTGTAAACTTGGAAGGGCAATAAAGATTAATGTAACTGCAGGAG

CTAATAGGTAAAGTAATTGTAAAGTTGGAAGGGCAATAAAGATTAATGTAACTGCAGGAG
ook Dakok,

CAATTGTTCAAATTAATTCAATTATTTGACCTTCAAGAAGAAGGCGGTTAACATATTTAT
CAATTGTTCAAATTAATTCAATTATTTGACCTTCAAGAAGAAGGCGRTTAACATATTTAT
CAATTGTTCAAATTAATTCAATTATTTGACCTTCAAGAAGAAGGCGETTAACATATTTAT

- GAATTGTTCAAATTAATTCAATTATTTGACCTTCAAGAAGAAGGCGGT TAACATATTTAT

CAATTGTTCAAATTAATTCAATTATTTGACCTTCAAGAAGAAGGCGGTTAACATATTTAT
CBATTGTTCAAATTAATTCAATTATTTGECCT TCAAGAAGAAGGCGGTTAACATATTTAT

' CAATTGTTCAAATTAATTCAATTATTTGACCTTCAAGAAGAAGGCGGTTAACATATTTAT

CAATTGTTCAAATTAATTCAATTATTIGACCTTCAAGAAGAAGGCGGT TAACATATTTAT
CAATTGTTCAAATTAATTCAATTATTTGACCTTCAAGAAGAAGGCGGTTAACATATTTAT
CAATTGTTCAAATTAATTCAATTATTTGACCTTCAAGAAGAAGGCGGT TAACATATTTAT
CAATTGTTCAAATTAATTCAATTATTTGAGCT TCAAGAAGAAGGCGGT TAACATATTTAT
CAATTGTTCAAATTAATTCAATTATTTGACCTTCAAGAAGAAGGCGGTTAACATATTTAT
*, N

TTATTAAAACTGATAAAATGATATAAAGAACAATTAAAGTGATTATTACAAGAATTATTA
TTATTAAAACTGATAAAATGATATAAAGAACAATTAAAGTGATTATTACAAGAATTATTA
TTATTAAAACTGATAAAATGATATAAAGAACAATTAAAGT GATTATTACAAGAATTATTA
TTATTAAAACTGATAAAATGATATAAAGAACAATTAAAGTGATTATTACAAGAATTATTA
TTATTAAAACTGATAAAATGATATAAAGAACAATTAAAGTGATTATTACAAGAATTATTA
TTATTAAAACTGATAAAATGATATAAAGAACAATTAAAGTGATTATTACAAGAATTATTA
TTATTAAAAGCTGATAAAATGATATAAAGAACAATTAAAGTGATTATTACAAGAATTATTA
TTATTAAAACTGATAAAATGATATAAAGAACAATTAAAGTGATTATTACAAGAATTATTA
TTATTAAAAGTGATAAAATGATATAAAGAACAATTAAAGTGATTATTACAAGAATTATTA
TTATTAAAACTGATAAAATGATATAAAGAACAATTAAAGTGATTATTACAAGAATTATTA
TTATTAAAACTGATAAAATGATATAAAGAACAATTAAAGTGATTATTACAAGAATTATTA
TTATTAAAACTGATAAAATGATATAAAGAACAATTAAAGTGATTATTACAAGAATTATTA

TTGTATGATCATGAAAAAATGTTAATTGTTCTATTAAAGGGGAGATTGTATG
TTGTATGATCATGAAAAAATGTTAATTGTTCTATTAAAGGGGAGATTCTATC
TTGTATGATCATGAAAAAATGTTAATTGTTCTATTAAAGGGGAGATTCTATC
TTGTATGATCATGAAAAAATGTTAATTGTTCTATTAAAGGGGAGATTCTATC
TTGTATGATCATGAAAAAATGTTAATTGTTCTATTAAAGGGGAGATTCTATC
TTGTATGATCATGAAAAAATGTTAATTGTTCTATTAAAGGGGAGATTCTATC
TTGTATGATCATGAAAAAATGTTAATTGTTCTATTAAAGGGGAGATTCTATC
TTGTATGATCATGAAAAAATGTTAATTGTTCTATTAAAGGGGAGATTCTATC
TTGTATGATCATGAAAAAATGTTAATTGTTCTATTAAAGGGGAGATTCTATC
TTGTATGATCATGAAAAAATGTTAATTGTTCTATTAAAGGBGAGATTCTATC
TTGTATGATCATGAAAAAATGTTAATTGTTCTATTAAAGGGGAGATTCTATC
TTGTATGATCATGAAAAAATGTTAATTGTTCTATTAAAGBGBAGATTCTATC
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